Express Mai! Label 



X.L512053211US 



PATENT 
Attorney Docket No. CASE-06816 



IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 

In re Application of: Evan Samuel Deneris et al. 

Serial No.: Group No.: 

Filed: 10/25/01 Examiner: 

Entitled: Reagents And Methods For The Screening Of 

Compounds Useful In The Treatment Of 

Neurological Diseases 

CERTIFICATE RE: SEQUENCE LISTING 

Assistant Commissioner for Patents 
Washington, D.C. 20231 



CERTIFICATE OF MAILING UNDER 37 C.F.R. § 1.8(a)(l)(i)(A) 

1 hereby certify that this correspondence (along with any referred to as being attached or enclosed) is, on the date 
shown below, being deposited with the US: Postal Service with sufficient postage as first class mail in an envelope 
addressed to: Assistant Commissioner for Patents, Washington, D.C. 2023 1 . . 



; Dated:i October 25, : 200 1 :j 



By: 




Christophei 



Sir or Madam: 

I hereby state that the enclosed Sequence Listing is being submitted in paper copy 
(included in the sprcification) and a request under 37 C.F.R. § 1.821(e) to use computer 
readable form from another application, and that the content of the paper and computer 
readable (from patent application) copies are the same. 



Dated: October 25, 2001 



By: 




IK 



Peter G. \2arroll 
Registration No.- 32,837 

Medlen & Carroll, llp 
101 Howard Street, Suite 350 
San Francisco, California 94105 
415.904.6500 



SEQUENCE LISTING 



<110> Deneris, Evan S. 

Fyodoro, Dmitry V. 
Hendricks, Timothy J. 



<120> Reagents and Methods for the Screening of Compounds 
Useful in the Treatment of Neurological Diseases 

<130> CASE-04027 

<140> 
<141> 

<150> 09/360,779 
<151> 1999-07-26 

<160> 23 

<170> Patentln Ver. 2.0 

<210> 1 

<211> 1752 
M= <212> DNA 

f*. <213> Rattus norvegicus 

9 <220> 

fy <221> CDS 

%j <222> (112) . . (1131) 

<400> 1 

tttgttttaa caaacatgtt tattagaaaa gtaaaaatat tgcataggtc ttagtacttg 60 

yj 

s aacatcaagt gtattcatga accgtgagta tcttcatgta aacagttcta g atg gaa 117 

U Met Glu 

h 1 

'•ssst 

sTJ 9^c cca ggt ggc get cct ctg ggg gag agg gtt cca gec ccc cac ccc 165 

yj Asp Pro Gly Gly Ala Pro Leu Gly Glu Arg Val Pro Ala Pro His Pro 

PS 5 10 15 



cct cag ccc cat ccc etc aca get cac tec tec agt aca ccg gca ccg 213 
Pro Gin Pro His Pro Leu Thr Ala His Ser Ser Ser Thr Pro Ala Pro 
20 25 30 

gga tgg get ggg atg cag etc cag gac ccc etc cct cct cac cac ace 261 
Gly Trp Ala Gly Met Gin Leu Gin Asp Pro Leu Pro Pro His His Thr 
35 40 45 50 

ctg get gee cgc tec cgc cag gee ttg ccg gac ccg gcg gcg tct act 309 
Leu Ala Ala Arg Ser Arg Gin Ala Leu Pro Asp Pro Ala Ala Ser Thr 
55 60 65 

ctt ccc tgt cac cca bag tea cca egg gcg ggt ate ggc ace cca age 357 
Leu Pro Cys His Pro Gin Ser Pro Arg Ala Gly lie Gly Thr Pro Ser 
70 75 ~ 80 

gca aag ctg acg tgc ccc ccc gtg egg tec ccc cca tct ccc ace gee 405 
Ala Lys Leu Thr Cys Pro Pro Val Arg Ser Pro Pro Ser Pro Thr Ala 
85 90 95 



-50- 



w 



cag tec ccg gca gcg atg aga cag age ggc acc tec cag ccc ctg ctg 453 

Gin Ser Pro Ala Ala Met Arg Gin Ser Gly Thr Ser Gin Pro Leu Leu 
100 105 110 

ate aac atg tac eta cca gat ccc gtc gga gat ggt ctt ttt aag gaa 501 

lie Asn Met Tyr Leu Pro Asp Pro Val Gly Asp Gly Leu Phe Lys Glu 

115 120 125 • 130 

ggg aag age ccg age tgg ggg ccg ctg age cct gcg gta cag aaajjgc 54 9 

Gly Lys Ser Pro Ser Trp Gly Pro Leu Ser Pro Ala Val Gin Ly£ Gly 

135 ~ * 140 145 

a 9 c 999 ca 9 atc ca 9 tt: 9 fc 99 ca 9 tt:t cta ct 9 9 a 9 ct 9 ct 9 9 ca 9 ac 597 

Ser Gly Gin lie Gin Leu Trp Gin Phe Leu Leu Glu Leu Leu Ala Asp 

150 ' 155 160 

cgc gcg aac gee ggc tgc atc gcg tgg gag ggc ggc cac ggc gag ttc 645 

Arg Ala Asn Ala Gly Cys lie Ala Trp Glu Gly Gly His Gly Glu Phe 
165 170 175 

aag etc acc gac ccc gac gag gtg gcg cga cgc tgg ggc gag cgc aag 693 

Lys Leu Thr Asp Pro Asp Glu Val Ala Arg Arg Trp Gly Glu Arg Lys 
180 185 190 

age aag ccc aat atg aac tac gac aag cta agt cga gca ctg cgc tac 741 

Ser Lys Pro Asn Met Asn Tyr Asp Lys Leu Ser Arg Ala Leu Arg Tyr 

195 200 205 210 

tac tac gac aaa aac atc atg age aag gtg cac ggc aag cgc tac gee 789 

Tyr Tyr Asp Lys Asn lie Met Ser Lys Val His Gly Lys Arg Tyr Ala 

215 220 225 

5H tac cgc ttt gac ttc cag ggc ctg gca cag get tgc cag cca cca ccc 837 

Tyr Arg Phe Asp Phe Gin Gly Leu Ala Gin Ala Cys Gin Pro Pro Pro 

230 235 240 

s 

gcg cac gec cac gee gee get gee gee gee gca gcg gca gee gee gee 885 

O Ala His Ala His Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 

245 250 255 



s : 

n 



ill 

B 



cag gat ggc gca ctt tac aag etc ccg get ggt ctg get cca ctg ccc 933 
Gin Asp Gly Ala Leu Tyr Lys Leu Pro Ala Gly Leu Ala Pro Leu Pro 
260 265 270 

ttc ccc ggc etc tec aaa etc aac ctt atg gca gee teg gee ggc gtg 981 
Phe Pro Gly Leu Ser Lys Leu Asn Leu Met Ala Ala Ser Ala Gly Val 
275 280 285 290 

gcg ccc get ggc ttc tct tac tgg cct ggt ccc aac gee acc gee get 102 9 
Ala Pro Ala Gly Phe Ser Tyr Trp Pro Gly Pro Asn Ala Thr Ala Ala 
295 300 305 

gee gee gee acc get gcg etc tac cca acc ccg ggc ttg cag ccc cct 1077 
Ala Ala Ala Thr Ala Ala Leu Tyr Pro Thr Pro Gly Leu Gin Pro Pro 

310 - - - 315 320 

ccc ggg ccc ttt ggc gcg gtg gee gee get teg cac ttg ggg ggt cat 1125 
Pro Gly Pro Phe Gly Ala Val Ala Ala Ala Ser His Leu Gly Gly His 
325 330 335 
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tat cac tagacgggac ggccgggtgc agtggggcct ctcccacaca gccagtgacc 1181 
Tyr His 
340 

aatcccatcc tcatcctggg aggagccccg aagatttccc cgacgttcct ttaccacaga 1241 

tttcgttgca gcagccgctc ccagcccagg gaagaaagga tgggaagcct ctgaggtctt 1301 

ccttgaatac gaggcttcca ggctcccatt atcatcaccc caggaagggt gcatgtgctc 1361 

ccactttaat ttttctcttc caagtctcca gattctggaa ctcccgtctt ttttttctct 1421 

tctcacctgg agcccctgcc ttcctcttta tgacccctag ttttctgttt tgtttttttt 1481 

ttttcctctc tctctcctca ttttttttct ctcccacgac ctactccaaa cggtagtacc 1541 

tcggtagtac ctcgaggctt ctcacactcc ccttttcggg atatgagaag catcaaaaac 1601 

atctctgctg ttgtccatcc ctatcccaac actctggctt cgctcccttc cataccacac 1661 

tctggcccaa ggaccctcgt ctgtatatat tcctttcagc cccattaaag atccaagctt 1721 

caaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 1752 

<210> 2 
<211> 340 
<212> PRT 

<213> Rattus norvegicus 
<400> 2 

Met Glu Asp Pro Gly Gly Ala Pro Leu Gly Glu Arg Val Pro Ala Pro 
15 10 15 

His Pro Pro Gin Pro His Pro Leu Thr Ala His Ser Ser Ser Thr Pro 
20 25 30 

Ala Pro Gly Trp Ala Gly Met Gin Leu Gin Asp Pro Leu Pro Pro His 
35 40 45 

His Thr Leu Ala Ala Arg Ser Arg Gin Ala Leu Pro Asp Pro Ala Ala 
50 55 60 

Ser Thr Leu Pro Cys His Pro Gin Ser Pro Arg Ala Gly He Gly Thr 
65 70 75 80 

Pro Ser Ala Lys Leu Thr Cys Pro Pro Val Arg Ser Pro Pro Ser Pro 
85 90 95 

Thr Ala Gin Ser Pro Ala Ala Met Arg Gin Ser Gly Thr Ser Gin Pro 
100 105 110 

Leu Leu He Asn Met Tyr Leu Pro Asp Pro Val Gly Asp Gly Leu Phe 
115 120 125 

Lys Glu Gly Lys Ser Pro Ser Trp Gly- Pro Leu Ser Pro Ala Val Gin 
130 135 140 

Lys Gly Ser Gly Gin He Gin Leu Trp Gin Phe Leu Leu Glu Leu Leu 
145 150 155 160 

Ala Asp Arg Ala Asn Ala Gly Cys He Ala Trp Glu Gly Gly His Gly 
165 170 ^ 175 
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Glu Phe Lys Leu Thr Asp Pro Asp Glu Val Ala Arg Arg Trp Gly Glu 
180 185 ~ 190 

.Arg Lys Ser Lys Pro Asn Met Asn Tyr Asp Lys Leu Ser Arg Ala Leu 
195 200 205 

Arg Tyr Tyr Tyr Asp Lys Asn lie Met Ser Lys Val His Gly Lys Arg 
210 215 220 

Tyr Ala Tyr Arg Phe Asp Phe Gin Gly Leu Ala Gin Ala Cys Glff*Pro 
225 230 235 240 

Pro Pro Ala His Ala His Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 
245 250 255 

Ala Ala Gin Asp Gly Ala Leu Tyr Lys Leu Pro Ala Gly Leu Ala Pro 
260 * 265 270 

Leu Pro Phe Pro Gly Leu Ser Lys Leu Asn Leu Met Ala Ala Ser Ala 
275 280 285 

Gly Val Ala Pro Ala Gly Phe Ser Tyr Trp Pro Gly Pro Asn Ala Thr 
290 295 300 

1^ Ala Ala Ala Ala Ala Thr Ala Ala Leu Tyr Pro Thr Pro Gly Leu Gin 

* 305 310 315 320 

O 

Q Pro Pro Pro Gly Pro Phe Gly Ala Val Ala Ala Ala Ser His Leu Gly 

fU 325 330 335 

vj 

* Gly His Tyr His 

W 340 

irl 

<210> 3 

<211> 11 

j\ <212> DNA 

* <213> Polyomavirus enhancer 

=S=J 

fy <400> 3 

\n agcaggaagt g 11 

~ 5 

£=» 

^ <210> 4 

H= <211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 4 

agcaggaagt t 11 

<210> 5 

<211> 11 

<212> DNA 

<213> Mus musculus 

_ _ _ _<400> .5 ----- - - - - - - 

agcgggaagt t 11 

<210> 6 

<211> 11 

<212> DNA 

<213> Homo sapiens 
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<400> 6 
gaaaggaaat a 



11 



<210> 7 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 7 

gataggaagt a 11 

<210> 8 

<211> 11 

<212> DNA 

<213> Mus musculus 



<400> 8 

cccaggaaat g 11 

<210> 9 

<211> 11 

<212> DNA 

<213> Mus musculus 



n 



00 



<400> 9 

gggaggaaat g 11 



y <210> 10 

fy <211> 11 

%j <212> DNA 



<213> Homo sapiens 



<400> 10 

yj atacggaaat t 11 

y, <210> 11 

L, <211> 11 

y <212> DNA 

FU <213> Mus musculus 

[n 

^ <400> 11 

rf tacaggatat a 11 



<210> 12 
<211> 11 
<212> DNA 

<213> Rattus norvegicus 
<400> 12 

ttcaggaaat t 11 

<210> 13 
<211> 7 
<212> PRT 

<213> Artificial Sequence - - 



<220> 

<221> SITE 
<222> (1) 

<223> The amino acid at this position can be isoleucine, 
valine, or leucine. 
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<220> 

<221> SITE 
<222> (2) 

<223> The amino acid at this position can be glutamine, 
tyrosine, or threonine. 

<220> 

<221> SITE 
<222> (5) 

<223> The amino acid at this position can be glutamic 
acid or glutamine. 

<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 13 

Xaa Xaa Leu Trp Xaa Phe Leu 
1 5 

<210> 14 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> SITE 
<222> (4) 

<223> The amino acid at this position can be aspartic 
acid or glutamic acid. 

<220> 

<221> SITE 
<222> (5) 

<223> The amino acid at this position can be lysine or 
threonine . 

<220> 

<221> SITE 
<222> (6) 

<223> The amino acid at this position can be leucine or 
methionine . 

<220> 

<221> SITE 
<222> (7) 

<223> The amino acid at this position can be serine or 
glycine . 

<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 14 

Met Asn Tyr Xaa Xaa Xaa Xaa 
1 ' 5 



<210> 15 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 



ru 

m 
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<400> 15 

gcctctagak rtkhmkytkt ggsagtttyt 

<210> 16 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 

<400> 16 

cccggtacck kshkaktktk tcgtagttca t 

<210> 17 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 

<400> 17 

Glu Glu Glu Glu Tyr Met Pro Met Glu 
1 5 

<210> 18 

<211> 15 

<212> DNA 

<213> Polyomarvirus enhancer 
<220> 

<223> Description of Artificial Sequence: Synthetic 

<400> 18 

gatccaggaa gtgac 

<210> 19 
<211> 15 
<212> DNA 

<213> Polyomarvirus enhancer 
<400> 19 

gtcacttcct ggatc 

<210> 20 
<211> 15 
<212> DNA 

<213> Polyomarvirus enhancer 
<400> 20 

gatccatcaa gtgac 

<210> 21 
-<211> 15 - 
<212> DNA 

<213> Polyomarvirus enhancer 
<400> 21 

gtcacttgat ggatc 
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<210> 22 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 22 

caggaagtga ctcaggaagt gactcaggaa gtgacac 37 

<210> 23 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 23 

catcaagtga ctcatcaagt gactcatcaa gtgacac 37 



m 



m 

o 

L-L 
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